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The unprecedented outbreak of Shiga toxin/vero-
toxin-producing Escherichia coli (STEC/VTEC) O104:H4 
in Germany in May and June 2011 displayed several 
novel epidemiological, microbiological and clinical 
features. Infection with STEC/VTEC, also referred to 
as enterohaemorrhagic E. coli (EHEC), with or with-
out haemorrhagic uraemic syndrome (HUS), which is 
usually a disease of pre-school children and equally 
distributed among the sexes, affected in the current 
outbreak mostly women over the age of 20 years 
(87%). In addition, several intriguing microbiological 
characteristics of the new epidemic strain have just 
been published [1,2].

With regard to the clinical characteristics, STEC/VTEC 
O104:H4 again differed remarkably from previously 
described STEC/VTEC infections. During a telephone 
conference on 9 June, organised by the European Centre 
for Disease Prevention and Control (ECDC) with clini-
cal experts and nephrologists from 16 Member States 
of the European Union (EU) and several European and 
national professional societies, German colleagues 
shared their first clinical experiences from their 
patients. Severe infection with STEC/VTEC O104:H4 
usually presented as a disease in three phases. On 
admission, about 80% of the patients suffered from 
bloody diarrhoea and 20% from watery diarrhoea. 
In 25% of the cases with bloody diarrhoea, signs of 
HUS (based on laboratory parameters of haemolysis, 
thrombocytopenia, and renal function tests) evolved 
after 3–5 days [3]. Completely unexpected, however, 
was the observation that severe neurological symp-
toms developed after about 3–10 days in roughly 50% 
of patients with HUS, even though clinical and labora-
tory markers of HUS were improving. These patients 
who had at first seemed to improve or respond to 
therapy, deteriorated again. Some patients even had 
to be re-hospitalised 3–4 days after they had been 
discharged. Neurologists were very concerned about 
the severity of neurological symptoms, ranging from 
mild disorientation and cognitive dissociation to stu-
por or severe, life-threatening seizures. Despite the 
impressive clinical presentation, routine neuroradio-
logical examination revealed only mild alterations, 

if any. Worryingly, especially patients with seizures 
seemed to respond only weakly to standard antibody-
based treatment regimes.

In this issue of Eurosurveillance, Cordesmeyer et al. [4] 
report about an unusual case of STEC/VTEC O104:H4 
infection associated with colonic ischemia, and 
Kuijper et al. [5] describe a case of household trans-
mission of STEC O104:H4 from a mother to her child. 
In both cases, neurological symptoms were present, 
with severe manifestation and as yet unclear neu-
rological outcome in the child. From a public health 
perspective, these and other rather unusual clinical 
presentations and sequelae of STEC/VTEC O104:H4 
infections are of importance when it comes to sup-
porting and guiding the identification of STEC/VTEC 
cases, providing recommendations for the follow-up 
of patients, or adapting existing case definitions for 
the disease. In order to share and disseminate rel-
evant clinical data among European clinicians and to 
foster the dialogue between clinicians and epidemi-
ologists, a clinical support initiative was established 
by the ECDC as a reaction to the outbreak. Nominated 
clinical contact points, and up to two additional clini-
cal STEC/VTEC experts per EU Member State were 
invited by the ECDC to join this initiative. It comprises 
a password-protected internet discussion forum 
for timely exchange of information, expertise and 
best practices. In addition, an audio podcast (avail-
able through the ECDC website) has been produced, 
in which a clinical expert from Germany describes 
his experiences with the presentation, treatment, 
and outcome of patients infected with STEC/VTEC 
O104:H4. 
  
This clinical support initiative is one more compo-
nent of the European response against this devastat-
ing outbreak and the possible future establishment 
and spread of the new STEC/VTEC O104:H4 strain in 
Europe. It will add to and support the ECDCs ongo-
ing efforts in the field of scientific advice, outbreak 
response and surveillance.
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An increasing rate of infections with Shiga toxin/vero-
toxin-producing Escherichia coli (STEC/VTEC) O104:H4 
has been observed in Germany since May 2011, with 
unusually high numbers of patients suffering from 
haemolytic uraemic syndrome (HUS). We report a 
STEC/VTEC O104:H4 case without HUS, presenting 
with colonic ischaemia demanding surgery. This atypi-
cal clinical presentation of STEC O104:H4 infection 
might indicate new severe complications associated 
with this uncommon strain, and highlights the impor-
tance of immediate interdisciplinary assessment of 
STEC/VTEC patients.

Clinical presentation and initial evaluation
A woman in her 80s presented to our Emergency 
Department on 1 June with increasing abdominal 
pain and a history of nausea, primarily associated 
with dysuria that had been lasting for five days. On 
29 May, the day after the onset of those symptoms, 
non-bloody diarrhoea had followed. The initial physi-
cal examination showed a mildly distended abdomen 
with diffuse pain and left upper quadrant tenderness 
without rebound. Blood tests showed a massive ele-
vation of white blood cell count (29,300/µl; normal 
range: 4,300–10,000/µl) as well as an elevation of 
both C-reactive protein (32.42 mg/dl; normal range: 
<0.5 mg/dl) and lactate (2.5 mmol/l; normal range: 
0.5–2.4 mmol/l). Ultrasound and computed tomog-
raphy (CT) scans of the abdomen revealed distinctive 
amounts of ascites and wall thickening of parts of the 
transverse and descending colon, but did not show any 
disturbance of the main arteries and veins. Considering 
pseudomembranous colitis as a differential diagnosis, 
we decided to perform a colonoscopy.

The endoscopy showed a normal rectum and sigmoid 
colon, macroscopically. The descending colon had a 

circularly swollen, partly pale, partly bluish mucosa, 
with no evidence of bleeding after biopsy, a combi-
nation of symptoms highly suspicious of ischaemia 
(Figure 1).

Surgical intervention
Following the confirmation of ischaemia by endos-
copy of the descending colon on 1 June, surgery was 
performed immediately. Non-occlusive ischaemia of 
the descending colon with gangrenous bowel wall was 
detected during the operation, with patent macroper-
fusion of the medial colic artery and inferior mesenteric 
artery arcade, as well as the left colic artery up to the 

Figure 1
Circularly swollen, partly pale, partly bluish mucosa of the 
descending colon, highly suspicious of ischaemia, endoscopy 
of STEC/VTEC O104:H4 patient, Germany, June 2011 

STEC/VTEC: Shiga toxin/verotoxin-producing Escherichia coli.
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gangrenous bowel wall. Therefore, a left hemicolec-
tomy was performed, followed by thorough abdominal 
irrigation.

Pathology
Pathological examination of the removed part of the 
colon revealed wall thickening up to 1 cm and extensive 
necrosis throughout the entire intestinal wall with fibri-
nous-purulent exudation. The border area showed vital 
mucosa with erosive and phlegmonous inflammation, 
membranous-like fibrin exudation and crypt destruction, 
consistent with an ischaemic origin (Figures 2 and 3).

Postoperative course
After the operation, which occurred late in the evening 
on 1 June, the patient was admitted to the intensive 
care unit. The next morning, as a precautionary meas-
ure, due to the ongoing Shiga toxin/verotoxin-produc-
ing Escherichia coli (STEC/VTEC) O104:H4 outbreak 
in Germany, the patient was placed in isolation and a 
stool sample was sent for further evaluation. The sec-
ond day after surgery, seven days after the onset of the 
initial abdominal symptoms, neurological impairments 
were observed in terms of decelerated reactions of the 
patient, lack of orientation and intermittent response 
when addressed. Clinical examination was uneventful 
for abdominal, respiratory and haemodynamic findings. 
Laboratory studies were not suspicious for haemo-
lytic uraemic syndrome (HUS): creatinine, elevated 
up to 1.7 mg/dl at admission (normal range: <1.2 mg/
dl), had immediately revealed decreasing tendencies 
(0.8 mg/dl at day four) after intravenous fluid applica-
tion, and was therefore most likely due to diarrhoea-
induced hypovolemia. Lactate dehydrogenase (LDH) 
ranged between 139 U/l (normal range: 135-225 U/l) at 
admission and 318 U/l six days after, whereas platelets 
always presented within normal limits. The patient was 
monitored closely and improved neurologically during 
the next day. During the following 48 hours, however, 

noticeable neurological deficiencies with disturbance 
of vigilance, aphasia and apraxia were observed, as 
well as myoclonia of the extremities. Seizures did not 
occur. PCR analysis of the stool samples confirmed 
Shiga toxin 2-producing E. coli consistent with the 
strain responsible for the current outbreak, O104:H4, 
on 6 June. Monitoring the patient for an onset of HUS 
continued but has not eventuated as of 21 June.

Discussion
The ongoing outbreak of infections with STEC/VTEC, 
also commonly referred to as enterohaemorrhagic E. 
coli (EHEC), in Germany is one of the largest world-
wide [1]. Besides causing non-bloody and bloody diar-
rhoea, the STEC/VTEC subtypes may also lead to HUS, 
a severe complication that is characterised by throm-
bocytopenia, microangiopathic haemolytic anaemia, 
and decreased renal function. So far, E. coli O157:H7 
had been described as the predominant serotype caus-
ing HUS in approximately 10% of all cases to date [2,3], 
whereas the strain responsible for the current out-
break, which has been identified as E. coli O104:H4, 
is an extremely rare strain, hardly described during 
the last decade [4]. With adults and predominantly 
women being infected, the age and sex distribution in 
the ongoing outbreak is unusual, but might be related 
to gender-specific differences in dietary habits: veg-
etables, which are generally more often consumed 
by women, are still suspected to have been contami-
nated and at the source of this outbreak. In addition, 
an unusually high number of patients have developed 
HUS: The latest data account for 814 patients with HUS 
from a total of 3,587 infected patients in Germany [1]. 
Neurological complications, which were seen, on aver-
age, in about 25% of HUS patients in former outbreaks 
[2], could also be more severe in this outbreak. Indeed, 

Figure 2
Left hemicolectomy specimen, revealing wall thickening 
up to 1 cm with induration and increased fragility, STEC/
VTEC O104:H4 patient, Germany, June 2011

STEC/VTEC: Shiga toxin/verotoxin-producing Escherichia coli.

Figure 3
Extensive mucosal and submucosal necrosis affecting the 
muscular lining of the descending colon, with fibrinous-
purulent exudation, left hemicolectomy specimen of STEC/
VTEC O104:H4 patient, Germany, June 2011

STEC/VTEC: Shiga toxin/verotoxin-producing Escherichia coli.
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the exchange among German clinicians, who set up a 
web-based platform to communicate clinical informa-
tion in the context of the current outbreak, indicates 
higher numbers, but this has not been systematically 
evaluated so far. Taken together, the various aspects of 
the ongoing outbreak may suggest an increased viru-
lent potential of the identified strain.

Besides HUS, STEC/VTEC-associated bowel ischae-
mia, as an additional severe complication, is rarely 
described in the literature. Very few reports of colonic 
necrosis and perforation due to Shiga toxin-induced 
intestinal damage exist, and in all these reports, this 
type of complication affected E. coli O157:H7-infected 
individuals. This complication was moreover mostly 
encountered in paediatric patients with concomitant 
HUS [3]. Only one case of ischaemic colitis in a non-
HUS adult has been previously described [5].

Conclusion
Besides leading to its major complication HUS, infection 
with STEC/VTEC O104:H4 can also cause neurological 
complications and atypically present as bowel ischae-
mia, as shown in our patient. Since ischaemia-induced 
colonic wall thickening is difficult to differentiate from 
pseudomembranous colitis in CT imaging, endoscopy 
is essential and should be considered at an early diag-
nostic stage. Notably, our patient has not shown any 
signs of HUS to date, but obviously, even unexpected 
complications have to be considered as a differential 
diagnosis in STEC/VTEC O104:H4 infected patients, 
calling for interdisciplinary diagnostic investigations.
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Following the outbreak of haemolytic uraemic syn-
drome (HUS) and haemorrhagic colitis in Germany, 
two patients returning from a stay in Germany devel-
oped HUS due to Escherichia coli O104:H4 in the 
Netherlands. The index case developed symptoms 
eight days, and her child 15 days after their return. It 
is very likely that transmission resulted from second-
ary spread from mother to child. Recommendations 
should be made to prevent secondary transmission 
within households.

Introduction
Since early May 2011 one of the largest ever reported 
outbreaks of haemolytic uraemic syndrome (HUS) and 
bloody diarrhoea caused by Shiga toxin/verotoxin-
producing Escherichia coli (STEC/VTEC), also referred 
to as enterohaemorrhagic E. coli (EHEC) has affected 
Germany [1]. The outbreak strain was identified as 
an enteroaggregative Shiga toxin-producing E. coli 
O104: H4 (EAggEC) [2]. Initial findings suggested raw 
vegetables and salads as vehicle of infections and 
recommendations were  made to abstain from these 
products. Epidemiological investigations implicated 
an organic sprout farm in Lower Saxony near Hamburg 
as the potential source of the outbreak [3]. On 10 June 
2011, German public health and food safety authori-
ties issued a joint statement recommending people 
to abstain from consuming sprouts. A decrease in the 
number of new cases was seen after 6 June [4]. 

We describe here two cases of HUS and hemorrhagic 
colitis that occurred in the Netherlands and were asso-
ciated with the outbreak in Germany.

Case descriptions

Patient A
On 24 May, a woman in her 30s was admitted to a hospi-
tal in the Netherlands with bloody diarrhoea and abdom-
inal pain of two days. Common bacterial gastroenteritis 

was considered and no antibiotic treatment was initi-
ated. Four days after admission, blood examination 
revealed severe HUS. The patient was transferred to the 
Leiden University Medical Centre (LUMC) for haemodi-
alysis which eventually proved not to be necessary.

A tentative diagnosis of HUS due to Stx1-negative, 
Stx-2 positive, extended spectrum beta-lactamase 
(ESBL)-producing E. coli was confirmed by culture on 
sorbitol MacConkey agar of a stool sample collected 
two days after admission to the first hospital. Further 
identification of E. coli serotype O104 was performed 
at the Dutch National Institute for Public Health and the 
Environment (RIVM). A real-time PCR for Stx2 directly 
in stool sample was also positive [5]. Stool samples 
on admission to LUMC were already negative in culture 
and real-time PCR. Since 30 May 2011, the patient has 
gradually been recovering from HUS.

Patient A had travelled to Northern Germany for two 
days in May 2011, accompanied by six relatives, among 
them her 10 month-old child. 

Patient B
The 10-month-old child of Patient A was examined first 
on 29 May 2011, one day after transfer of the mother 
to the LUMC. At the time, the child had mild diarrhoea 
free of blood, and blood examination did not reveal any 
abnormality. A stool sample was collected and tested 
positive for Stx2 in the real-time PCR. Culture revealed 
growth of ESBL-positive E. coli O104. On 30 May, the 
child developed fever and blood abnormalities compat-
ible with HUS, and was admitted to hospital. The next 
day, it developed neurological symptoms, i.e. seizures, 
and was transferred to a specialised child dialysis cen-
tre, where experimental treatment with eculizumab 
was started. The patient received prolonged mechani-
cal ventilation and inotropic therapy. Three weeks after 
transfer, the patient is still on dialysis and the neuro-
logical outcome is unsure.
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Family members
Of the other five relatives of Patients A and B who had 
also travelled to Northern Germany, one developed 
mild diarrhoea 16 days after their return, but micro-
biological examinations were not performed since the 
diarrhoea resolved one day later and no HUS devel-
oped. The remaining relatives did not develop any 
symptoms and were not investigated for the presence 
of E. coli O104.

Microbiological and public 
health implications
HUS is a rare disease in the Netherlands, with approxi-
mately 20 patients per year [6]. During the outbreak 
in Germany, 854 cases of HUS and 2,848 non-HUS 
STEC/VTEC cases have been reported as of 22 June, 
of which 4.6% and 2.2%, respectively, were found 
in other Member States of the European Union [7]. In 
the Netherlands, four HUS (including Patients A and 
B described here) and five non-HUS laboratory-con-
firmed STEC/VTEC cases were detected. All acquired 
the infection during a recent visit to Germany.

Microbiological examination of stool samples from 
Patient A gave negative results in the real-time PCR 
and culture at the time of transfer to another hospital 
when HUS had fully developed, six days after disease 
onset, indicating the need to apply diagnostic tests 
early in the disease. Similarly, Patient B had positive 
faeces tests and excreted the organism before haemor-
rhagic colitis and HUS developed.

We hypothesise that Patient B probably acquired HUS 
by secondary transmission within the household, 
because the child developed illness only 15 days after 
return form Northern Germany. The child had spent 
much time with her mother during her stay at the 
first hospital, when the mother developed diarrhoea. 
Before admission of the child to LUMC, the mother had 
not been advised to take any specific hygienic meas-
ures. The child was not breastfed at the time. The age 
of the child makes it unlikely that it had eaten a food 
product such as sprouts.

Recently, a group of investigators reported that the 
strain causing the outbreak in Germany is in fact not a 
typical virulent Shiga toxin-producing Escherichia coli 
strain, but instead is a more rare, hybrid pathotype 
that harbours the phage encoded the Shiga toxin gene 
in an EAggEC background [2]. These findings are rele-
vant for understanding the epidemiology since EAggEC 
is a common pathogen causing diarrhoea in travellers 
and persistent diarrhoea in infants and young children 
living in countries with poor sanitation. In contrast to 
STEC/VTEC strains, which that have an animal reser-
voir, mostly ruminants, EAggEC strains probably have 
a human reservoir only.

Secondary transmission frequently occurs in out-
breaks caused by classical EHEC O157. A review of 90 
confirmed outbreaks in the United Kingdom, Ireland, 

Scandinavia, Canada, the United States and Japan 
revealed that approximately 20% of all outbreak cases 
were the result of secondary spread [8]. Interestingly, 
the spread was significantly influenced by age and 
modes of transmission. A lower median age of the 
index patients was associated with a higher rate of 
secondary cases and household contacts aged one 
to four years were most likely to become infected. 
Immediate separation of a paediatric patient from its 
siblings when there is a clinical suspicion of STEC/
VTEC O157 infection has been suggested as an impor-
tant measure in the prevention of secondary cases [9]. 
Isolation of all symptomatic primary patients immedi-
ately after they receive a microbiological diagnosis of 
STEC/VTEC O157 infection could potentially decrease 
the number of secondary household cases by 50% [9]. 
In this family however, the primary case patient was 
an adult. Since young children usually have extensive 
close contacts with their parents; separation of young 
children from a parent with a suspected STEC/VTEC or 
E. coli O104 infection should be considered in order to 
prevent secondary transmission to the child.

Acknowledgements: 
We thank dr. E. Franz (Laboratory for Zoonoses and 
Environmental Microbiology, Centre for Infectious Disease 
Control Netherlands, National Institute for Public Health and 
the Environment), dr. A Timen (Centre for Infectious Disease 
Control, the Netherlands), dr. E. Wessels (Leiden University 
Medical Centre) and dr. P. Voorn (St. Antonius Hospital, 
Nieuwegein, the Netherlands) for their contribution for this 
short report.

References
1. Frank C, Faber MS, Askar M, Bernard H, Fruth A, Gilsdorf 

A, et al. Large and ongoing outbreak of haemolytic 
uraemic syndrome, Germany, May 2011. Euro Surveill. 
2011;16(21):pii=19878. Available from: http://www.
eurosurveillance.org/ViewArticle.aspx?ArticleId=19878

2. Scheutz F, Møller Nielsen E, Frimodt-Møller J, Boisen 
N, Morabito S, Tozzoli R, et al. Characteristics of the 
enteroaggregative Shiga toxin/verotoxin-producing Escherichia 
coli O104:H4 strain causing the outbreak of haemolytic 
uraemic syndrome in Germany, May to June 2011. Euro 
Surveill. 2011;16(24):pii=19889. Available from: http://www.
eurosurveillance.org/ViewArticle.aspx?ArticleId=19889

3. Joint statement issued by the Federal Institute for Risk 
Assessment (BfR), Federal Office of Consumer Protection 
and Food safety (BVL), Robert Koch Institute (RKI). Press 
release. Berlin: BfR, Braunschweig: BVL, Berlin: RKI; 10 June 
2011. Available from: http://ecdc.europa.eu/en/press/news/
Documents/1106_Joint_Press_Release_German_authorities_
issue_a_joint_statement.pdf

4. Informationen zum EHEC/HUS-Ausbruchsgeschehen 
[Information on the EHEC/HUS outbreak events]. Data from 
21 Jun 2011, 10 pm. Berlin: Robert Koch Institut; 22 Jun 2011, 
11 am. German. Available from: http://www.rki.de/cln_160/
nn_205760/DE/Home/Info-HUS.html

5. Schuurman T, Roovers A, van der Zwaluw WK, van Zwet AA, 
Sabbe LJ, Kooistra-Smid AM, et al. Evaluation of 5’-nuclease 
and hybridization probe assays for the detection of shiga 
toxin-producing Escherichia coli in human stools. J Microbiol 
Methods. 2007;70(3):406-15.

6. Havelaar AH, Van Duynhoven YT, Nauta MJ, Bouwknegt 
M, Heuvelink AE, De Wit GA, et al. Disease burden in The 
Netherlands due to infections with Shiga toxin-producing 
Escherichia coli O157.  Epidemiol Infect. 2004;132(3):467-84.



9www.eurosurveillance.org

7. European Centre for Disease Prevention and Control (ECDC). 
Outbreak of Shiga toxin-producing E. coli in Germany (22 June 
2011, 11:00). Stockholm: ECDC; 22 Jun 2011. Available from: 
http://www.ecdc.europa.eu/en/activities/sciadvice/Lists/
ECDC%20Reviews/ECDC_DispForm.aspx?List=512ff74f-77d4-
4ad8-b6d6-bf0f23083f30&ID=1119&RootFolder=%2Fen%2Fact
ivities%2Fsciadvice%2FLists%2FECDC%20Reviews 

8. Snedeker KG, Shaw DJ, Locking ME, Prescott R. Primary 
and secondary cases in Escherichia coli O157 outbreaks: a 
statistical analysis. BMC Infect Dis. 2009;9:144.

9. Werber D, Mason BW, Evans MR, Salmon RL. Preventing 
Household Transmission of Shiga Toxin-Producing Escherichia 
coli O157 Infection: Promptly Separating Siblings Might Be the 
Key. Clin Infect Dis. 2008;46(8):1189-96.



10 www.eurosurveillance.org

Surveillance and outbreak reports

Surveillance of West Nile Virus Disease, Tel Aviv 
District, Israel, 2005 to 2010

E Kopel (eran.kopel@mail.huji.ac.il)1, Z Amitai1, H Bin2,3, L M Shulman3,4, E Mendelson3,4, R Sheffer1

1. Tel Aviv District Health Office, Ministry of Health, Tel Aviv, Israel
2. National Centre for Zoonotic Viruses, Central Virology Laboratory, Ministry of Health, Chaim Sheba Medical Centre, Tel 

Hashomer, Israel
3. Central Virology Laboratory, Ministry of Health, Chaim Sheba Medical Centre, Tel Hashomer, Israel
4. School of Public Health, Sackler Faculty of Medicine, Tel-Aviv University, Tel Aviv, Israel

Citation style for this article: 
Kopel E, Amitai Z, Bin H, Shulman LM, Mendelson E, Sheffer R. Surveillance of West Nile Virus Disease, Tel Aviv District, Israel, 2005 to 2010.   
Euro Surveill. 2011;16(25):pii=19894. Available online: http://www.eurosurveillance.org/ViewArticle.aspx?ArticleId=19894

Article published on 23 June 2011

We present the findings of a six-year surveillance 
period (2005–2010) of human West Nile virus (WNV) 
infection in Tel Aviv district, Israel. Initial notifica-
tions of positively identified patients received from 
the Central Virology Laboratory were followed by epi-
demiological investigations of the local district health 
office. During 2005–2010, 104 patients, 79 with WNV 
neuroinvasive and 25 with WNV non-neuroinvasive 
disease were reported. The median age of the patients 
with a neuroinvasive disease was 74 years (range: 15 
to 95 years) and 53 of such patients had encephalitis, 
14 had acute flaccid paralysis, and 12 had meningitis. 
The case-fatality rate in these patients was 8%. The 
average annual incidence of neuroinvasive disease 
during 2005–2010 was 1.08 per 100,000 population. 
The incidence declined by 86% steadily between 2005 
and 2009 (p for trend=0.005), but increased by more 
than six-fold in 2010. Elderly (≥65 years) men, compris-
ing 25 patients of whom 24 were chronically-ill, had 
the highest incidence of WNV encephalitis (p<0.001). 
These findings are concordant with previous data, at 
the national level, published in Israel and the United 
States. Notably, the percentage of previously healthy 
patients, who developed a neuroinvasive disease was 
the highest (37%, p=0.001) in the surveillance period 
in 2010.

Introduction
West Nile virus (WNV) is a mosquito-borne arbovirus 
of the family Flaviviridae. Numerous avian species 
serve as the amplifying hosts. These include, migra-
tory birds, such as the white storks which travel across 
Israel each autumn, as well as urban species, such as 
the common house sparrows. Transmission to humans 
mainly occurs by mosquito vectors, principally by mos-
quitoes of the genus Culex, during their active period, 
usually between mid-summer and early autumn. WNV 
has rapidly expanded in both the eastern and western 
hemispheres in the past two decades [1,2].

Human West Nile fever, caused by laboratory-con-
firmed WNV infection, was reported in Israel for the 

first time in the early 1950s, with several outbreaks 
in that decade, and an additional outbreak in 1980 
[3]. The largest outbreak (439 serologically-confirmed 
cases with 29 deaths) of human WNV infection in Israel 
occurred in 2000, with a 73% rate of neuroinvasive dis-
ease in hospitalised patients [3,4]. Following this out-
break, a national surveillance system was established 
for humans and mosquitoes [5] and since 2001 WNV 
infection is notifiable in Israel. The surveillance sys-
tem detects new cases of human WNV infections and 
characterises viral genotypes. The system is based on 
initial notifications of probable or confirmed cases of 
WNV infection by the Central Virology Laboratory (CVL) 
and on the subsequent epidemiological investigations 
of these patients by the local district health offices.

This report summarises a six-year period (2005–2010) 
of human WNV surveillance in the Tel Aviv district. 
This most densely populated urban district of Israel 
included 7,425 residents per square kilometre at the 
end of 2009, according to the Israel Central Bureau of 
Statistics [6].

Methods

Epidemiological investigation
The Tel Aviv District Health Office routinely receives 
notifications from the CVL about probable or con-
firmed cases of WNV infection in patients who are resi-
dents of the district. The local health office initiates 
an epidemiological investigation by collecting avail-
able information on the patients and by using a stand-
ard national-based questionnaire. For hospitalised 
patients, information is gathered from the patients’ 
hospital records, and by conducting an interview with 
the patient or with a close family member, in order 
to obtain information regarding risk factors for WNV 
infection such as occupation, residence or travel near 
water bodies, recent exposure to mosquitoes, migra-
tory birds and domestic fowl. For non-hospitalised 
patients, another source of information, in addition to 
the patient’s interview, is usually the family physician. 
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The gathered demographic, clinical, laboratory and 
epidemiological data are reported to the Division of 
Epidemiology, Ministry of Health, Jerusalem.

Laboratory analysis
During the study period, the CVL used a combination of 
serology assays comprising in-house synchronised IgM-
capture (until August 2007), indirect IgG, and indirect 
IgG avidity ELISAs [4], and from September 2007, the 
IgM InBios commercial kit (West Nile Detect IgM Capture 
ELISA, Seattle, Washington, USA) [7]. Results were inter-
preted according to the manufacturer’s instructions. IgM 
and IgG tests were conducted simultaneously. The avid-
ity IgG test was performed on single samples with IgM 
and IgG positive results. Unresolved cases were further 
tested by virus neutralisation assay [8].

Case definition
The following official national laboratory criteria of 
WNV infection are used by the CVL to define probable 
and confirmed cases.

• A confirmed case is defined as having at least one of 
the following criteria: (i) Serological conversion or at 
least two-fold increase in ELISA test results of IgM anti-
bodies and/or IgG antibodies levels [4,7] in blood or in 
cerebrospinal fluid (CSF), in paired samples taken at 
least seven days apart; (ii) IgM antibodies level higher 
than IgG antibodies level and also IgG avidity lower 
than 30% in one blood sample; (iii) At least ten-fold 
higher optical density (OD) of IgM antibodies in CSF in 
one sample, compared to a reference cut-off level; (iv) 
Positive result of West Nile viral RNA in CSF, body fluids 
or body tissues, by real-time RT-PCR assays detecting 
WNV lineages 1 and 2 [8-10].

• A probable case is defined as detection of WNV 
IgM antibodies, without detection of IgG antibodies, 
in one blood or CSF sample or the lack of increase in 
IgM antibodies, without the presence of IgG antibod-
ies, between paired samples of blood collected one to 
seven days apart.

The data in this report were summarised and analysed 
from the district health office’s files of individual 
patients who had an onset of laboratory-confirmed 
or probable WNV infection, between 1 January 2005 
and 31 December 2010. No clinical criteria were used, 
in addition to the laboratory criteria, for the case 
definition.

Clinical criteria
The term ‘neuroinvasive disease’ as used in our analy-
sis refers to WNV-associated diagnoses of encephali-
tis, meningoencephalitis, meningitis and acute flaccid 
paralysis (AFP). The clinical definitions of encephali-
tis, meningitis and AFP, were adopted from previously 
described definitions [11]. Patients who have had a 
combined clinical picture of encephalitis and men-
ingitis, hence, meningoencephalitis, were classified 
as having encephalitis, as in previous reports [12,13]. 

Also, any presentation of AFP combined with other ill-
ness (i.e. encephalitis) was classified as AFP only [12].

We assumed that in non-neuroinvasive patients, there 
would be a high level of cohort incompleteness due 
to lack of serological testing and therefore, lack of 
WNV diagnosis. These patients largely present with a 
mild nonspecific illness, which is often not followed 
by seeking medical care [14]. Thus, this report mainly 
analyses the cohort of WNV neuroinvasive disease 
patients who usually require diagnosis and treatment 
within a hospital setting, and therefore, this cohort is 
more likely to be complete.

Patients were also classified as to whether they had a 
pre-existing chronic medical condition, which was fur-
ther classified as to whether it was an immunocompro-
mised state. Any chronic medical condition, excluding 
psychiatric conditions, was included.

We abstracted these data, post hoc, at the information 
summary stage of the study from written medical diag-
noses in patients’ hospital records, where available.

Statistical analysis
For the purpose of p value calculations, we used the 
exact two-tailed Mann-Whitney U test in case of mean 
age differences, and not the Student’s t-test, because 
of the small sample size. For the same reason, we used 
two-tailed Fisher’s exact test in case of categorical 
data and Spearman’s rank correlation coefficient for 
the trend of incidence. Also, the chi-square test with 
Yates’ correction was used for testing differences in the 
average annual incidence between certain subgroups. 
A two-tailed p value inferior to 0.05 was considered 
significant. Statistical analyses were performed using 
SPSS version 15.0 software (Chicago, Illinois, USA).

The annual average population estimates for the years 
2005–2009, used as denominators for incidence cal-
culations, were taken from the Israel Central Bureau 
of Statistics. The annual average population estimate 
for 2010 was based on an estimated annual popula-
tion growth rate of 1.725%, which was derived from the 
average population growth rate during 2005–2009.

Results
Between 1 January 2005 and 31 December 2010, 104 
confirmed or probable cases of WNV infection were 
reported in the Tel Aviv district. Of these 104 cases, 94 
(90%) had an onset of illness in the period from July to 
the end of October (Figure 1). Eighteen of the 23 (78%) 
neuroinvasive and non-neuroinvasive cases in 2010, 
and 18 of the 25 (72%) cases in 2005, occurred in July 
and August, compared to the occurrence of only 16 of 
the 56 (29%) cases in the years 2006–2009 combined 
during the same period.

Seventy-nine patients have had a neuroinvasive dis-
ease (Table), all of whom were hospitalised: 53 (67%) 
had encephalitis, 12 (15%) had meningitis and 14 (18%) 
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had AFP, of whom two patients had Guillain–Barré syn-
drome. The median age of all patients with a neuroin-
vasive disease was 74 years (range: 15 to 95 years) and 
51 (65%) of these patients were aged 65 years or older. 
Fourty (51%) of these patients were males.

Of 79 patients with neuroinvasive disease, 25 (32%) 
were elderly men (≥65 years), of whom 24 were chroni-
cally-ill. Similarly, 26 (33%) elderly women including 25 
chronically-ill were part of the 79 patients presenting 
with neuroinvasive disease.

Patients with encephalitis had a significantly higher 
mean age than patients with meningitis and AFP (74 
years; 95% confidence interval (CI): 70–78 years vs 59 
years; 95% CI: 51–67 years, p=0.02). The mean age of 
patients with meningitis was significantly lower than 
the mean age of patients with encephalitis and AFP (47 
years; 95% CI: 35–60 years vs 73 years; 95% CI: 69–76 
years, p<0.001).

Of all 79 patients with a neuroinvasive disease, 69 
(87%) had a pre-existing chronic medical condition. 

The group of patients with meningitis had a sig-
nificantly lower percentage of chronic illness when 
compared to the group of patients with encephalitis 
(8/12, 67%; 95% CI: 35%-90% vs 49/53, 92%; 95% 
CI: 82%-98%, respectively, p=0.03). The percentage 
of patients with a pre-existing chronic medical condi-
tion was significantly lower in 2010, when compared 
to the period between 2005 and 2009 (12/19, 63%; 
95% CI: 38%–84% vs 57/60, 95%; 95% CI: 86%–99%, 
p=0.001).

The case-fatality rate (CFR) of patients with a neuroin-
vasive disease was six of 79 (8%). The patients who 
died were older than 74 years of age, five of six were 
females, five of six had a pre-existing chronic medi-
cal condition, and four of six had a diagnosis of WNV 
encephalitis.

During the surveillance period, the annual percentage 
of patients with encephalitis, meningitis or AFP ranged 
between 55% and 90%, 0% and 25%, and, 10% and 
33%, respectively (Figure 2).

Table
Characteristics of cases of human West Nile virus neuroinvasive disease by clinical diagnosis, Tel Aviv district, Israel, 
2005–2010 (n=79) 

Characteristic Encephalitis Meningitis AFP Total

  (n=53) (n=12) (n=14) (n=79)

Median age, years (range)  75 (38-95) 45 (15-79) 77 (41-95) 74 (15-95)

Male sex (%) 26 (49) 6 (50) 8 (57) 40 (51)

Deaths (%) 4 (8) 1 (8) 1 (7) 6 (8)

Immunocompromised (%) 5 (9) 0 (0) 1 (7) 6 (8)

Any chronic medical conditiona (%) 49 (92) 8 (67) 12 (86) 69 (87)

AFP: acute flaccid paralysis.
a Most commonly included was a history of one or more illnesses such as essential hypertension, hyperlipidemia, and/or diabetes mellitus.

Figure 1
Human West Nile virus infection confirmed and probable 
cases, by month of illness onset, 2005–2010, Tel Aviv 
district, Israel (n=104) 

Human West Nile virus infection confirmed and probable cases 
include 79 cases of neuroinvasive disease and 25 cases of non-
neuroinvasive disease.
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The average annual incidence of neuroinvasive disease 
between 2005 and 2010 was 1.08 per 100,000 popula-
tion (Figure 3). The incidence of neuroinvasive disease 
declined significantly, between 2005 and 2009, from 
1.69 to 0.24 per 100,000 population (an 86% decrease, 
rs=-0.97, p for trend=0.005), but increased more than 
six-fold in 2010, to 1.47 per 100,000 population, com-
pared to the previous year. The change in trend, dur-
ing 2005–2010, of the WNV-associated central nervous 
system diagnoses (encephalitis and meningitis) was 
similar to the trend of the WNV-associated peripheral 
nervous system illness (AFP).

The average annual incidence of neuroinvasive dis-
ease, by age, between 2005 and 2010 (Figure 4) dem-
onstrated a peak in incidence among patients aged 75 
years or older (7.03 per 100,000 population), while no 
patients aged less than 15 years were reported. The 
peak of the average annual incidence of encephali-
tis and of AFP was in patients aged 75 years or older 

(5.18 and 1.48 per 100,000 population, respectively) 
(Figure 5).

The average annual incidence of neuroinvasive disease 
had a similar pattern among men and women (Figure 6) 
with the exception that the incidence in male patients 
aged 65–74 years, was almost three-fold higher than 
in female patients of the same age group (4.11 per 
100,000 population vs 1.41 per 100,000 population, 
respectively). The latter difference could not be con-
firmed with statistical significance, but this could be 
due to the small number of cases in each of the male 
and female subgroups.

During the surveillance period, elderly men (≥65 years) 
had the highest average annual incidence of WNV 
encephalitis in the cohort, and it was significantly 
higher than the rest of the patients with encephali-
tis, aged between 35 and 64 years (4.54 per 100,000 
population vs 1.19 per 100,000 population, p<0.001). 

Figure 3
Annual incidence of human West Nile virus neuroinvasive 
disease by year and clinical diagnosis, Tel Aviv district, 
Israel, 2005–2010 

AFP: acute flaccid paralysis; CNS: central nervous system group of 
diagnoses.
a The CNS group of diagnoses includes encephalitis and meningitis.
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Similarly, male patients aged 75 years or older had the 
highest average annual incidence of encephalitis or 
AFP in the cohort during the surveillance period, which 
was significantly higher than the rest of the patients, 
aged between 35 and 74 years, with encephalitis (5.42 
per 100,000 population vs 1.46 per 100,000 popula-
tion, p<0.001) or AFP (1.81 per 100,000 population and 
0.33 per 100,000 population, p=0.004). In contrast, 
female patients aged 75 years or older had the highest 
average annual incidence of meningitis, but it was not 
significantly higher than the rest of the patients with 
meningitis, aged between 15 and 74 years (0.62 per 
100,000 population vs 0.17 per 100,000 population, 
p=0.3).

Discussion
The data that were summarised and analysed in this 
study reflect a six-year period of WNV surveillance 
in Tel Aviv district. After several years of successive 
declines in WNV neuroinvasive disease, its incidence 
increased sharply in 2010.

We observed, as previously reported by Lindsey et al. 
[12], a higher incidence of encephalitis in elderly male 
patients during our surveillance period. These patients 
were also chronically ill, which may serve as an inde-
pendent risk factor for WNV neuroinvasive disease [15]. 
However, five of the six fatalities in the observation 
period were female patients.

Two-thirds of the patients with a neuroinvasive disease 
had encephalitis (53/79, 67%), followed by patients 
with AFP (14/79, 18%). Of those latter 14 patients 
with AFP, four were diagnosed in 2010 alone. WNV-
associated AFP was hardly observed during the large 
outbreak of 2000 in Israel: 98% of 233 hospitalised 
patients were diagnosed as having West Nile fever, 
encephalitis or meningitis but not AFP, which was 
reported as myelitis by Chowers et al. [13].

In our series, patients with meningitis were signifi-
cantly younger than patients with other forms of neu-
roinvasive disease. This age discrepancy was described 
previously by Lindsey et al. [12].

Our reported CFR for the patients with neuroinvasive 
disease (6/79, 8%), who were all hospitalised, was 
similar to the overall CFR in Israel during the outbreak 
in 2000 (29/439, 7%) [4]. The CFR in our study was 
however half the CFR of hospitalised patients (33/233, 
14%), for whom data were obtained in 2000 [13]. Our 
reported CFR was also similar to that in the United 
States (US), which was 9% of the patients with a neu-
roinvasive disease during 1999–2008, most of whom 
were hospitalised [12].

Remarkably, the highest percentage of WNV neuroin-
vasive disease occurring in previously healthy patients 
was observed in 2010, when compared to the period 
between 2005 and 2009 (7/19, 37% vs 3/60, 5%, 
p=0.001).

In our series, meningitis affected patients who were 
significantly younger on average than patients with 
other forms of neuroinvasive disease. The year 2010 
did not appear to present an exception, although the 
total number of cases was small (39 years on aver-
age (n=3) for patients with meningitis vs 47 years in 
all years of the surveillance period (n=12)). Because 
of their younger age, patients with WNV meningitis 
would be less likely to have underlying medical con-
ditions. Therefore, we examined whether the overall 
increase of previously healthy patients presenting with 
WNV neuroinvasive disease in 2010 could have been 
due to an increase in the number of patients with WNV 
meningitis in that year; however, of the patients with 
a neuroinvasive disease in 2010, only three of 19 had 
meningitis, which was well within the range of annu-
ally reported cases of WNV meningitis in the district, 
between 2005 and 2009 (0/10 in 2007 and 0/3 in 2009 
up to 5/20 in 2005).

We also verified if the number of previously healthy 
patients presenting with a neuroinvasive disease had 
increased in other years than 2010, such as in 2005, 
in which a peak in the proportion of meningitis was 
observed (5/20). There was, however, no lower propor-
tion of chronically-ill patients (17/20) in that year.

Additionally, to our knowledge, there was no change 
in the surveillance practice over the study time period 
that could account for the highest percentage of previ-
ously healthy patients presenting with WNV neuroinva-
sive disease observed in 2010.

In the years following the major national outbreak of 
WNV infection in 2000, various strains of WNV lineage 
1 predominated in Israel either in isolated foci or in the 
entire country [16]. Representative Israeli WNV genomic 
sequences of viruses isolated from mosquitoes and 
humans between 2000 and 2009 were deposited in the 
GenBank/EMBL/DDBJ database under accession num-
bers GU246634–GU246714 and HM152773–HM152780, 
respectively.

The emergence of new viral genotypes simultaneously 
with higher number of human cases was observed in 
Israel in 2000, 2005, and 2007 [16]. Particularly, in 
2005, an increased nationwide WNV activity, with 102 
laboratory-confirmed human patients [16] of whom 
20% were from the Tel Aviv district, which was a part 
of the epicentre, was reported [17]. Molecular analysis 
of human and mosquito isolates revealed a genotype 
most similar to the one that was isolated in the equine 
WNV outbreak in Morocco in 2003 [18], and which had 
not been isolated previously from humans or mosqui-
toes in Israel [17].

Notably, 2005 and 2010 shared some epidemiological 
similarities, as we observed in the district: both years 
had a similar incidence of WNV neuroinvasive disease, 
higher than the other years of surveillance, includ-
ing a higher incidence of AFP, which is a long-term 
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complication of considerable morbidity and mortal-
ity [19,20]. In addition, the majority of WNV infection 
cases in both years had occurred early, already in July 
and August, compared to later months of occurrence, 
in the other years.

One possible explanation to the increased incidence 
of morbidity observed in 2010, which was also accom-
panied by a higher fraction than before of previously 
healthy patients could be the recent emergence of 
another WNV strain or variant, as in 2005. A genotype 
characterisation of the 2010 WNV strain is however not 
available to date.

Another explanation for the 2010 epidemiological char-
acteristics could be the early arrival of an extremely 
hot summer, already in May. This might have contrib-
uted to the early peak of WNV season in 2010, in the 
district. The period of May–July 2010 was warmer than 
the perennial average of the years 1981–2000 [21-23]. 
In addition, August 2010 was the warmest measured 
month in Israel [24,25].

The summer of 2010 was extremely hot also in areas, 
which usually have a temperate climate, such as north-
ern Greece and Romania. A human WNV outbreak 
emerged in northern Greece for the first time, early 
in July 2010 [26]. An additional noticeable outbreak, 
which also began in early July 2010, was reported in 
Romania, where a neuroinvasive lineage 2 WNV strain 
was detected for the first time [27]. Whether there is a 
possible association between recent climatic extremes 
in the region, WNV activity, and its mosquito vectors 
should be extensively studied.

Conclusions
We report on the epidemiological and clinical charac-
teristics of human WNV infection in the Tel Aviv district 
between 2005 and 2010. As such, it may be limited in 
time, place and person. Nevertheless, our main body 
of findings, such as the patients’ characteristics, was 
concordant with previous data, at the national level, 
published in Israel and the US.

Any successful WNV surveillance system should inte-
grate and maintain both epidemiological and labo-
ratory capabilities for prolonged periods of time, 
particularly in endemic and densely populated areas, 
such as the Tel Aviv district.
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The prevalence of cytomegalovirus (CMV) infec-
tions ranges between 50% and 85% in adults in the 
United States, and its epidemiology varies in differ-
ent regions of the world and between socioeconomic 
and age groups. In Portugal, no study has been car-
ried out to date to determine the prevalence of CMV 
in the general population. Under the second National 
Serological Survey conducted in continental Portugal 
in 2001–2002, we estimated the prevalence of individ-
uals with antibodies to CMV using indirect immunoflu-
orescence to detect virus-specific IgG. The population 
sample included 2,143 individuals of both sexes and 
different ages from all 18 districts in Portugal. The 
national seroprevalence of CMV was determined as 
77%. We analysed the proportion of CMV IgG by sex, 
age group and district of residence. This was the first 
nationally representative study of seroprevalence of 
CMV in Portugal. The results of the study indicate that 
CMV infection is highly prevalent in the population 
and occurs mainly in the first years of life.

Introduction
Cytomegalovirus (CMV) is a common virus with no 
known seasonal predominance and with a prevalence 
that ranges between 50% and 85% of adults in the 
United States [1-3]. The epidemiology of CMV varies in 
different regions of the world and in different socioeco-
nomic and age groups [3-5].

CMV establishes a latent state following primary infec-
tion, reactivating when there are changes in immune 
status [6,7]. CMV infections are most often asympto-
matic, but when symptomatic, can cause a syndrome 
similar to clinical and haematological infectious mono-
nucleosis. The virus is excreted through body fluids, 
and the most common modes of transmission are via 
the oropharyngeal and genital tract, although trans-
mission can also occur through breast milk, organ 
transplant or blood transfusions [8-11].

CMV primary infection occurs mostly in childhood and 
adolescence, but primary infections are also observed 
in adults [3,11-14]. The infection is important in certain 

risk groups such as immunocompromised individuals 
and pregnant women. In immunocompromised indi-
viduals, CMV infection is the leading cause of mor-
bidity and mortality, especially in connection with 
transplants, haemodialysis, cancer, immunosuppres-
sive medication and infection with human immunode-
ficiency virus (HIV) [8]. Transplacental transmission 
can occur and primary infection in the first 16 weeks 
of pregnancy is associated with higher rate of dam-
age in fetal development [15-20]. In primary maternal 
infection, the probability of transmission of CMV to 
the fetus is approximately 30% to 40%. In women with 
CMV reactivation during pregnancy the probability of 
fetal CMV transmission decreases to approximately 
0.5% to 1.4% [21-24]. In developed countries, CMV is 
a major cause of congenital infection, with an inci-
dence of 0.4% to 2.2% of total live births per year, and 
is responsible for neonatal morbidity and mortality 
[19,23,25-27]. The congenital CMV infection is asymp-
tomatic in the neonatal period (the first 28 days of life) 
in approximately 85% to 90% of infants, but nearly 5% 
to 15% of these infants show late sequelae during the 
first years of life, typically hearing deficits and visual 
impairments [22,28-30]. Approximately 10% to 15% of 
infants with congenital CMV infection are symptomatic 
at birth, with manifestations including growth retarda-
tion, jaundice, purpura, hepatosplenomegaly, micro-
cephaly, intracerebral calcifications, and retinitis. The 
risk of long-term neurodevelopmental disabilities is 
high in these children and include microcephaly, hear-
ing loss, motor deficits, cerebral palsy, mental retar-
dation, seizures, ocular abnormalities and learning 
disabilities [23,31-34].

In a recent review of priorities for vaccine development, 
the Institute of Medicine of the National Academy of 
Sciences in the United States concluded that in terms 
of healthcare costs and years of life and disability 
saved, a vaccine against CMV infection should be a pri-
ority [35,36].

In Portugal, the prevalence of CMV in the population 
and the incidence of CMV congenital infection have 
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not previously been determined. However, in 2003, 
preliminary results of a prospective study indicated 
that the proportion of CMV congenital infections was 
0.7% in a consecutive population of newborns in the 
area of Lisbon, as determined using the gold standard 
technique, shell vial culture of urine [37]. According to 
a survey by Paixão et al. [38] that screened for CMV 
congenital infection by PCR of blood samples obtained 
from Guthrie cards, the proportion of congenital infec-
tion by CMV was 1.1% in Portugal and 0.7% in the 
region of Lisbon in the period from August 2003 to 
September 2004.

The second National Serological Survey conducted in 
continental Portugal in 2001–2002 was carried out 
with two objectives: firstly, to determine the preva-
lence of individuals with antibodies to vaccine-prevent-
able diseases, as a means of evaluating the national 
immunisation programme, and secondly, to determine 
the prevalence of individuals with antibodies to infec-
tions deemed important in terms of public health. As 
part of the second National Serological Survey, we 
estimated the proportion of individuals with CMV anti-
bodies in Portugal in 2002-2003 in order to assess the 
prevalence of CMV in the population [39].

Methods

Sampling 
The main sample frame that was used to study the 
immunity to diseases included in the national immuni-
sation programme was calculated to be nationally rep-
resentative and to adequately cover all age groups, at a 
sample size of 3,304 individuals of both sexes, homo-
geneously distributed in eight age groups: 2–4, 5–9, 
10–14, 15–19, 20–29, 30–44, 45–64, and ≥65 years. 
Each age group included individuals from each of the 18 
districts of mainland Portugal, to a number proportion-
ally representative for the population of each district. 
Between 2002 and 2003, the national immunisation 
programme recruited 3,525 participants at 38 private 
and public serum collections points, distributed in all 
18 districts of mainland Portugal. Individuals were 
invited to participate until the district and age grids 

prepared were completed. For the participation of indi-
viduals, a fact sheet was prepared with the objectives 
and benefits of the study and informed consent was 
obtained either from the participants themselves or 
from their legal representatives [39].

For our specific study on the prevalence of CMV, we 
used a sub-sample of 2,143 individuals. Serum sam-
ples were taken from the same batch collected during 
2002–2003 and analysed in 2003–2004 for the pres-
ence of CMV-specific antibodies.

Serological analyses
IgG antibodies specific for CMV were detected by indi-
rect immunofluorescence, using commercial reagents 
(Merifluor CMV IgG, US) according to the manufac-
turer’s instructions. Samples were added to a layer 
of human fibroblasts fixed on glass slides on which 
approximately 10% of cells are infected with CMV 
strain AD169, and the formation of antigen-antibody 
complex is viewed using a fluorescent dye. Uninfected 
fibroblasts on the same slide were used as an internal 
control of the specificity of the test. The tests were val-
idated with negative and positive control sera. The use 
of reference sera ensured the reproducibility of results 
between batches. According to the manufacturer, the 
test has 97% sensitivity, 100% specificity, 100% pre-
dictive value of a positive test and 99% predictive 
value of a negative test.

Statistical analysis
Statistical analysis consisted in the determination 
of absolute and relative frequencies (percentages). 
Binomial confidence intervals were calculated using 
the exact method that uses the relationship between 
the F and Binomial distributions attributed to Bliss and 
Brownlee as described by Zar [40].

Table 
Individuals IgG-positive for cytomegalovirus, by sex, 
Portugal, 2002-2003 (n=2,143) 

Sex
Study 

participants
n

CMV-positive
n (%)

95% confidence 
interval

Male 860  622
(72.3) 69.2–75.3

Female 1,283  1,029
(80.2) 77.9–82.4

Total 2,143 1,651
(77%) 75.2–78.8

CMV: cytomegalovirus.

Figure 1
Percentage of individuals IgG-positive results for 
cytomegalovirus, by age and sex, Portugal, 2002-2003 
(n=2,143)
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Results
In a total of 2,143 individuals, 1,651 had IgG antibodies 
to CMV (77%, 95% confidence interval (CI): 75.2–78.8) 
and 492 were seronegative (23%, 95%: CI 21.2–24.8). 
Among the male participants, 622 (72.3%) were CMV-
positives and among the female participants 1,029 
(80.2%) were CMV-positives (Table).

When analysing the distribution of CMV IgG-positive 
individuals by age, 66.5% of children in the youngest 
age group (2–4 years) were shown to have antibodies. 
The percentage of seropositive individuals was similar 
in age group of 5-9 year-olds and 10-14 year-olds with 
65.1% and 64.9%, respectively, and then increased 
with age, reaching 71.3% in the age group of 15–19 
year-olds, 80.5% in the 30–44 year-olds and 95.6% in 
the oldest group (≥65 years). The percentage of males 
and females with CMV IgG in each age group is shown 
in Figure 1.

Analysis of the distribution of CMV IgG-positive indi-
viduals by district of residence showed that only one 
of the 18 districts of Portugal, Viana do Castelo, had a 
prevalence of less than 70% of seropositive individuals. 
The highest prevalence of CMV-positive residents was 
found in the districts of Guarda, Braga and Vila Real, 
with 89.5%, 86.4% and 85.2%, respectively (Figure 2).

Discussion
In Portugal, the second National Serological Survey 
has established, for the first time, the prevalence of 
individuals with CMV-specific IgG. The results of this 
study indicated that CMV infection was highly preva-
lent in the population (77%), similar to what has been 
described for other countries, and that it occurred pre-
dominantly in the first years of life [1,3,41-46].

Seroprevalence for CMV between the age of two and 
four years was high, with 66.5% of IgG-positive children 
in this age group (95% CI: 59.3–73.2). Children younger 
than two years were not included in the study and con-
clusions on the situation at that age can therefore not be 
drawn. However, breastfeeding is known to be a signifi-
cant source of CMV transmission to children and plays an 
important role in the epidemiology of CMV infection as 
CMV is reactivated during lactation in nearly every sero-
positive mother [47-49]. The proportion of infants who 
acquire CMV during the first year of life is directly related 
to the prevalence of maternal infection and to the pro-
portion of mothers who breastfeed. In countries where 
breastfeeding is widely practiced and most mothers are 
seropositive, for example in south and south-eastern 
Europe, regions of Asia, Africa and Latin America, more 
than 50% of infants acquire CMV within the first year of 
life [8,50]. The seroprevalence found in the age group 
between two and four years (66.5%) was probably the 
result not only of transmission via breastmilk but also 
of oral transmission from other children and from sero-
positive adults they are in close contact with when they 
start attending day care centers at that age [51,52]. This 
was similar to the seroprevalence of 53.8% found in sev-
eral studies performed in children of that age in Brazil 
(region of São Paulo) [53]. It was higher than that in Italy 
(region of Parma, 28% at two years of age) and Finland 
(41% at eight years of age) and lower than in Venezuela 
(region of Valencia; 83.3% between two and four years 
of age) and Turkey (region of Antalya, 82.1% in children 
between one and six years of age) [41,54-56].

The antibody prevalence in children at school age (age 
groups 5–9 years and 10–14 years) was similar to that 
at pre-school age, but increased further to 71.3% (95% 
CI: 64.8–77.2) in the age group between 15 and 19 
years, which corresponds to a greater sexual exposure, 
in addition to close non-sexual contact [3,8,13,57]. 
The antibody prevalence in this age group was identi-
cal to that in the 20–29 year-olds. Studies with simi-
lar age groups conducted in other countries, such as 
the United States, Japan, France, England, Poland and 
Russia, describe seroprevalences ranging between 
51.5% and 78.0% [3,44,58-62].

Figure 2
Proportion of individuals IgG-positive for cytomegalovirus, 
by district of residence, Portugal, 2002-2003 (n=2,143)

IgG: Immunoglobulin G.
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The prevalence of individuals with CMV IgG gradually 
increased further in the three oldest age groups, with 
values of 80.5% (95% CI: 75.6%–84.8%), 92.2% (95% 
CI: 88.7%–94.9%) and 95.6% (95% CI: 92.4%–97.7%), 
suggesting that sexual transmission was an impor-
tant route of transmission of the virus in the popula-
tion [8,63,64]. Another recognised source of adult CMV 
infection are children. Children infected with CMV shed 
virus in saliva and urine for years, providing an oppor-
tunity for continued spread to other children and sus-
ceptible adults (close relatives and day care workers) 
[8,51,65–67].

IgG-positivity was equally common in both sexes in the 
age groups of 2–4 and 5–9 year-olds, while in the older 
age groups, females were more likely to be IgG-positive 
than males. The statistically significant difference of 
8% between males and females in the prevalence of 
individuals with CMV IgG could be explained by the 
fact that women may have more contact with children. 
This horizontal mode of transmission presents a risk to 
mothers, pregnant women and those with occupations 
associated with exposure to children, such as teachers 
and day care providers [23,63,68,69].

Nevertheless, it should be noted that in our study, 
24.5% and 18.5% of women of reproductive age (from 
20 to 29 years and 30 to 44 years, respectively) were 
susceptible to CMV, which led us to conclude that there 
is a considerable risk for congenital infection due to 
maternal primary CMV infection, which leads to fetal 
infection in approximately 40% of cases [11,16].

Possible approaches to preventing congenital CMV 
infections include improved hygiene behaviour of 
seronegative pregnant women, administration of CMV 
hyperimmune globulin (HIG) to pregnant women with 
primary infection, and vaccines, once available, admin-
istered to girls or women before pregnancy [70].

Several studies have been done to determine whether 
changing protective behaviour prevents child-to-
mother transmission of CMV during pregnancy [71-
74]. The United States Centers for Disease Control and 
Prevention recommend that seronegative pregnant 
women assume that children are secreting CMV in their 
urine or saliva. They advise on simple hygiene such 
as frequent hand washing, wearing gloves for specific 
childcare tasks and avoiding intimate contact with 
their child such as sharing utensils, food or towels, and 
kissing on or near the mouth [75-77].

Despite advances in the diagnosis of maternal-fetal 
CMV infection and approaches to prevent congenital 
CMV, an effective prenatal therapy is unavailable. A 
prospective, non-randomised study of pregnant women 
who acquired CMV infection during pregnancy and who 
received passive immunisation with CMV HIG, showed 
that this therapy was associated with a significantly 
reduced risk of congenital CMV disease and infection 
and had no adverse effects [70,78,79]. Recent case 

reports supported safe administration of oral ganciclo-
vir to mothers of CMV-infected fetuses, with no tera-
togenic side effects when given in the early stages of 
pregnancy [70,80,81]. The efficacy of ganciclovir still 
remains to be defined in controlled trials. Other early 
experience with treatment of intrauterine CMV infec-
tion using maternal oral administration of valaciclovir 
showed that it decreased the viral load in fetal blood 
significantly and could potentially also reduce the 
morbidity of prolonged intrauterine infection [82]. The 
absence of adverse effects or teratogenecity of val-
aciclovir is compatible with its clinical use, but a well-
designed randomised controlled trial is needed.

Currently, there is no approved vaccine for CMV, but 
two vaccines are in phase II studies: one is a recom-
binant vaccine containing the major envelope glycopro-
tein B of the virus with the adjuvant MF59 (gB/MF59) 
that induces high levels of neutralising antibodies, is 
safe and immunogenic in adults and infants, prevent-
ing also maternal CMV infection [36,83]. The other 
vaccine is the live attenuated CMV Towne strain that 
stimulates neutralising antibodies comparable to 
those induced by wild type virus and protects renal 
transplant patients from severe CMV after transplanta-
tion [78,84].

The main interventions for the prevention of CMV infec-
tion should be aimed at women who wish to become 
pregnant, women who care for children and immuno-
compromised individuals. These individuals in whom 
exposure to CMV can be most detrimental will be the 
target groups for possible administration of a future 
vaccine.
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